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Taxonomy has a long tradition of describing earth’s biodiversity. For p://dx.doi.org afin

the last 20 years or so, taxonomic revisions have become available
in PDF format, which is regarded as a good means of digital
dissemination. However, a PDF document is nothing more than a
text document that can be transferred easily among researchers.

In today’s world, traditional taxonomic techniques need to be met
with novel tools to make data dissemination a reality, make species
hypotheses more robust, and open the field up to rigorous scientific [ ] [ ] [ ] [ ] [ ]

testing

Cybertaxonomic tools provide such methods and are here

summarized in the context of revisionary taxonomy. While many of \4 \4 \4 \4 y
the tools have been around for some time now, very few practicing morphbank.net | datadryad.org Iuadcentral org simplemappr.net biolitrepo.org

taxonomists embrace and utilize these tools in their publications.
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The example discussed here is taken from Dikow (2012) — a revision
of two mydas-fly genera from Namibia and South Africa.

Open access & unique identifiers

In order for species and specimen data to be linked (Fig. 1), they
need to be openly accessible in data depositories and utilize unique
identifiers (for example, GUID = Globally Unique Identifier, DOI =
Digital Object Identifier).
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openly accessible digital taxonomic literature advantages. From such a matrix, matrix-based occurrence data from numerous natural history
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to GBIF is through articles in which occurrence/
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Fig. 1. Biodiversity knowledge graph proposed by Page 2016 (10.3897/rio.2.e8767)

terminology and feature sets within a given taxon.
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Data uploaded to open-access depositories can easily be re-used and
referenced through unique identifiers. Data aggregators such as the [
Encyclopedia of Life (EoL) can harvest them for species pages and

researchers can build data networks to always provide the latest

information on species such as a taxonomic catalog (Dikow & Agosti
2015).

Layout: [ darwin corearchve_ ~ ] | viewas: (=] [ | (Aa] [ mocity... |
sdentificNamelD sex spedificEpithet stateProvince typeStatus verbatimElevation +
urn:isid:zoobank.org:act:26A9177F-BD5B-46AD-BE01-B559511D6A3E 1 male gaerdesi Erongo |Holotype -
urn:Isid:zoobank.org:act:26A9177F-BD5B-46AD-BE01-B559511D6A3E 1 female gaerdesi Erongo Aliotype -
urn:lsid:zoobank.org:act:998E177D-D495-4973-A8EF-702ECS589D3F2 2 females, 4 males  |stuckenbergi Karas Holotype and 3m
urn:lsid:zoobank.org:act:998E177D-D495-4973-A8EF-702EC589D3F2 1 female, 3 males stuckenbergi Karas |Paratype 3m
urn:lsid:zoobank.org:act:26A9177F-BD5B-46AD-BE01-B559511D6A3E 1 female, 1 male gaerdesi Erongo Nontype -
urn:lsid:zoobank.org:act:E26A52B5-1CB0-44D5-98EE-3C50D2E374AF 1 male psamminos Erongo
urn:isid:zoobank.org:act:FC366CC8-B779-4F0A-8451-A35E601B8872 1 male aquilonius Karas
urn:lsid:zoobank.org:act:B7BAB03A-2A86-4230-9D5F-FOC3BD8S8ESA7D 4 females, 2 males  |picketti Karas
urn:lsid:zoobank.org:act:998E177D-D495-4973-A8BEF-702ECS589D3F2 1 male stuckenbergi Karas

matrix-based species description

urn:isid:zoobank.org:act:998E177D-D495-4973-A8EF-702ECS589D3F2 1 male stuckenbergi Karas
urn:lsid:zoobank.org:act:6ECS0827-141C-461C-98E4-6A1439C70136 1 male gariepinus Karas
urn:isid:zoobank.org:act:E26A52B5-1CB0-44D5-98EE-3C50D2E374AF 1 female psamminos Hardap
urn:lsid:zoobank.org:act:4AFF18BB- 4AB4-4CF8~8496 AFE48AB44AFD 1 female, S males namaquensis Northern Cape
urn:lsid:zoobank.org:act:6EC90827-141C-461C-98E4-6A1439C70136 1 male gariepinus Northern Cape Holotype
urn:isid:zoobank.org:act:A14F9991-4874-4153-8574-B8A3CE434A76 3 females, 4 males  |prinsi Western Cape Holotype and
urn:Isid:zoobank.org:act:26A9177F-BD5B-46AD-BE01-B559511D6A3E 1 female gaerdesi Erongo Nontype
n:Isid:zoobank.org:act:26A9177F-BD5B-46AD-BE01-B559511D6A3E 1 female, 1 male gaerdesi Erongo Nontype -
urn:Isid:zoobank.org:act:26A9177F-BD5B-46AD-BE01-B559511D6A3E 1 female, 1 male qaerdesi Erongo Nontype 9m
urn:lsid:zoobank.org:act:E26A52B5-1CB0-44D5-98EE-3CS50D2E374AF 1 female, 2 males psamminos Hardap Holotype and 826 m
n:lsid:zoobank.org:act:E26A52B5-1CB0-44D5-98EE-3C50D2E374AF 1 male psamminos Hardap Paratype 839 m
urn:isid:zoobank.org:act:E26A52B5-1CB0-44D5-98EE-3C50D2E374AF 1 female, 1 male psamminos Hardap Paratype I826 m
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Conclusion

Taxonomy and taxonomic revisions need to provide the primary XML mark-up of taxonomic article [GoldenG ATE Editor J
data for biodiversity research. Therefore, a “Data Resources” section

should be included to summarize and easily make accessible all \L

data depositories to which data have been uploaded. Users of TreatmentBank [{, PLAZI)
biodiversity data such as ecologists or conservation scientists can

then utilize basic occurrence data, for example, to answer questions

across taxa a single taxonomist cannot cover.

l Integrated Publishing Toolkit

A taxonomist’s legacy can be shaped by making data ready for re-

use and re-purposing by others in the future within and outside of

taxonomy. Ultimately species hypotheses are more easily testable by

providing data in machine-readable form and observations can be Literature standard unit of citation. It also makes the itemized article available
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